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Symbiosis; Carbon metabolism; Catabolite repression; Di- 
carboxylic acids; Glutamate; cAMP (O’Gara, F. (63) 93) 


Salmonella typhimurium 
Peptidase; Protease; Escherichia coli (Lazdunski, A.M. (63) 
265) 


Serendipity 
Sialic acid; Sugar transport; Phosphotransferase system; Di- 
auxie (Roseman, S. (63) 3) 


Seryl-phosphorylated HPr 
Protein phosphorylation; Inducer expulsion; Glycerol kinase 
(Deutscher, J. (63) 167) 


Sialic acid 
Serendipity; Sugar transport; Phosphotransferase system; Di- 
auxie (Roseman, S. (63) 3) 


Sigma factor 
Gene regulation; Promoter; Positive control; Transcription 
initiation (Thény, B. (63) 341) 


Succinate 
Ethanol; Anaerobic; Acetate; Lactate (Clark, D.P. (63) 223) 


Sugar phosphorylation 


Bacterial sugar transport; Membrane protein structure; Protein 
domains; Phosphotransfer reactions; Mannitol permease 
(Jacobson, G.R. (63) 25) 


365 


Sugar transport 
Serendipity; Sialic acid; Phosphotransferase system; Diauxie 
(Roseman, S. (63) 3) 


Phosphoryl transfer; Epitopes; Two-dimensional NMR; Pro- 
tein structure; X-ray diffraction (Waygood, E.B. (63) 43) 


Protein phosphorylation; HPr(Ser) kinase/HPr(Ser-P) phos- 
phatase; Phosphotransferase system (Reizer, J. (63) 149) 


Gram-positive bacteria (Fouet, A. (63) 175) 


Symbiosis 
Rhizobium spp.; Carbon metabolism; Catabolite repression; 
Dicarboxylic acids; Glutamate; cAMP (O’Gara, F. (63) 93) 


TCA cycle 
Regulation; PHB; Fermentation (McDermott, T.R. (63) 327) 


Temperature stress 
Desiccation; Dehydration; Freezing (Van Laere, A. (63) 201) 


Toxins 

Clostridium; Plasmid; Transformation; Conjugation; Transpo- 
son; Fermentation; Gene cloning; Gene structure; Gene ex- 
pression (Young, M. (63) 301) 


Transcriptional control 
pts genes; Chromosomal map (De Reuse, H. (63) 61) 


Transcriptional regulation 

Evolution; Nucleic acid sequences; Membrane targeting; Pro- 
tein phosphorylation; Bacterial virulence (Saier, Jr., M.H. (63) 
183) 


Transcription initiation 
Gene regulation; Promoter; Sigma factor; Positive control 
(Thény, B. (63) 341) 


Transformation 

Clostridium; Plasmid; Conjugation; Transposon; Toxins; Fer- 
mentation; Gene cloning; Gene structure; Gene expression 
(Young, M. (63) 301) 


Transport 
Phage receptor; Maltoporin; Lipoprotein; Maltodextrins 


(Saurin, W. (63) 53) 
Transposon 


Clostridium; Plasmid; Transformation; Conjugation; Toxins; 
Fermentation; Gene cloning; Gene structure; Gene expression 


(Young, M. (63) 301) 


Two-dimensional NMR 
Phosphoryl transfer; Epitopes; Protein structure; X-ray dif- 
fraction; Sugar transport (Waygood, E.B. (63) 43) 


X-ray diffraction 
Phosphoryl transfer; Epitopes; Two-dimensional NMR; Pro- 
tein structure; Sugar transport (Waygood, E.B. (63) 43) 


